S2 Table. Bacterial strains and plasmids used in this study.

Name Description? Source
Strains®
P. aeruginosa
PAl14 University of California Berkeley Plant Pathology | (1)
(UCBPP)-PA14
AK625 ApvdJ ApchE (2)
CF17 AMTO0194-10; co-isolated with S. aureus; age: 4.91 years | CFF Isolate Core
CF33 AMTO0457-07; co-isolated with S. aureus; age: 4.28 years | CFF Isolate Core
CF72 AMT0482-03; co-isolated with S. aureus; age: 9.06 years | CFF Isolate Core
CF104 AMTO0504-19; co-isolated with S. aureus; age: 4.70 years | CFF Isolate Core
SB89 PA14 P'dksA2-mScarlet (pSB83) unmarked This study
SB91 PA14 P'11320-mScarlet (pSB85) unmarked This study
SB124 PA14 P'opdH-mScarlet (pSB109) unmarked This study
SB136 PA14 P'acoR-mScarlet (pSB121) unmarked This study
SB141 PA14 AcntO P'11320-mScarlet (pSB85) unmarked This study
SB142 PA14 Acntl P'11320-mScarlet (pSB85) unmarked This study
SB143 PA14 Acnt P'11320-mScarlet (pSB85) unmarked This study
SB204 PA14 P'pvdG-mScarlet (pSB175) unmarked This study
SB301 CF17 P'11320-mScarlet (pSB85); Gent' This study
SB302 CF17 P'opdH-mScarlet (pSB109); Gent' This study
SB303 CF17 P'acoR-mScarlet (pSB121); Gent" This study
SB304 CF17 P'pvdG-mScarlet (pSB175); Gent' This study
SB305 CF33 P'11320-mScarlet (pSB85); Gent' This study
SB306 CF33 P'opdH-mScarlet (pSB109); Gent' This study
SB307 CF33 P'acoR-mScarlet (pSB121); Gent" This study
SB308 CF33 P'pvdG-mScarlet (pSB175); Gent' This study
SB309 CF72 P'11320-mScarlet (pSB85); Gent' This study
SB310 CF72 P'opdH-mScarlet (pSB109); Gent' This study
SB311 CF72 P'acoR-mScarlet (pSB121); Gent" This study
SB312 CF72 P'pvdG-mScarlet (pSB175); Gent' This study
SB313 CF104 P'11320-mScarlet (pSB85); Gent' This study
SB314 CF104 P'opdH-mScarlet (pSB109); Gent' This study
SB315 CF104 P'acoR-mScarlet (pSB121); Gent' This study
SB316 CF104 P'pvdG-mScarlet (pSB175); Gent' This study
S. aureus
JE2 Staphylococcus aureus subsp. aureus USA300_FPR3757 | (3)
(CA-MRSA)-JE2
CF049 AMTO0150-13; age: 8.05 years CFF Isolate Core
CFo61 AMTO0150-28; co-isolated with P. aeruginosa; age: 15.58 | CFF Isolate Core
years
CF085 AMTO0458-3; co-isolated with P. aeruginosa; age: 9.90 | CFF Isolate Core
years
CF089 AMTO0461-13; co-isolated with P. aeruginosa; age: 12.16 | CFF Isolate Core

years




E. coli

ccdB E. coli strain used for maintenance of pPDONR plasmid Invitrogen

Survival 2

TR

DH5a E. coli strain used for cloning NEB

AK111 MG1655 SB144 4

S17-1 A-pir | E. coli strain used for conjugation (5)

Other species

SB80 Staphylococcus epidermidis (Winslow and Winslow) | ATCC
Evans FDA strain PCI 1200; ATCC 12228

SB81 Salmonella enterica subsp. Enterica (ex Kauffmann and | ATCC
Edwards) Le Minor and Popoff serovar Typhimurium;
ATCC 29630

SB145 Bacillus subtilis PY79 K. Ramamurthi

SB146 Burkholderia cenocepacia; ATCC 25608 S. Adhya

SB147 Klebsiella pneumoniae subsp. pneumoniae KPNIH1 S. Adhya

SB148 Stenotrophomonas maltophilia (Hugh) Palleroni and | ATCC
Bradbury K279a; ATCC BAA-2423

SB149 Vibrio cholerae S. Adhya

Plasmids

Promoter-reporter
pSEK109 pLD3208. Shuttle vector with FRT sites and mScarlet | (6)
ORF,; Tet" Gent'

pSB83 pSEK109: P'PA14 73020 (dksA2) This study
pSB85 pSEK109: P'PA14 11320 This study
pSB109 pSEK109: P'PA14 54520 (opdH) This study
pSB118 pSEK109: P'PA14 63960 (cnt) This study
pSB121 pSEK109: P'PA14 10290 (acoR) This study
pSB175 PSEK109: P'PA14 33270 (pvdG) This study
Gene deletion

pDONRPEX | Shuttle vector with attP sites and ccdB; Cm" Gent' (7)

18Gm

pSB138 pDONRPEX18Gm: APA14 63960 (cntO) This study
pSB139 pDONRPEX18Gm: APA14 63910 (cntl) This study
pSB140 pDONRPEX18Gm: APA14 63960-PA14 63910 (cnt) This study
Remove antibiotic resistance cassette

pFLP2 | Expressing Flp recombinase; Ap’ Car’ (8)

a Ap', ampicillin resistance (E. coli); Car', carbenicillin resistance (P. aeruginosa); Cm',
chloramphenicol resistance (E. coli); Gent', gentamicin resistance (P. aeruginosa); Tet",
tetracycline resistance (E. coli)

® CFF Isolate Core Samples are annotated as follows: AMT####-## (Patient ID-Isolate number)
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